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Table i. human osteosarcoma cell line sample analysis information

n Cell name Sample type Match (%) Database Analysis Cell type

1 U2oS Cell line 84 AtCC profile StR osteosarcoma
2 MG63 Cell line 96 AtCC profile StR osteosarcoma
3 143B Cell line 100 AtCC profile StR osteosarcoma

Table ii. human osteosarcoma cell line authentification reports

Sample name locus Reference profile Sample profile

U2oS  
 Amelogenin X X
 CSF1Po 13 12 13
 D13S317 13 13
 D16S539 11 12 11 12
 D5S818 11 8 10 11
 D7S820 11 12 11 12
 tho1 6 9.3 6 9.3
 tPoX 11 12 11 12
 vWA 14 18 14 18
MG63  
 Amelogenin X Y X Y
 CSF1Po 10 12 10 12
 D13S317 11 11 12
 D16S539 11 11 12
 D5S818 11 12 11 12
 D7S820 10 10
 tho1 9.3 9.3
 tPoX 8 11 8 11
 vWA 16 19 16 19
143B  
 Amelogenin  
 CSF1Po 12 12
 D13S317 12 12
 D16S539 10 13 10 13
 D5S818 13 13
 D7S820 11 12 11 12
 tho1 6 6
 tPoX 11 11
 vWA 18 18

Table iii. Primer primers for reverse transcription polymerase chain reaction

gene symbol Sequences (5’ to 3’) Product 
size (bp)

FAM111B F: GCACttGCACCGtGtGGACAGA 329
 R: GGGCtGAGtAGAtACtCtCGCtGGG  
WDR76 F:tGGGAtGGAAAtAtGtCACtGGtGG 280
 R: CAGCACAtGtGGtCACCACtCtGtt  
CltC F:CtCAGAAAAtGAGGGAGCACCtGG 220
 R: tCCACAttGGCAACCttGGtAAtG  
CCDC80 F:GAACAGGAtGGCtAtCAGAAACCCA 219
 R: GCCGAAGAtGGtGAtCACAGAGAtt  
MEttl7A F:CtGCAGtttGAGCGCtttGtGG 230
 R: GGAtCCAGGACttGttGCCAGAAGt  
SoRBS2 F:GtAtGAGGGAGAACACCACGGGAG 262
 R: GCCttGtCtGttGGttCCtGGGA  
NR1D1 F:CCGGCAGGGCAACtCAAAGA 208
 R: GCCAGCCttAAGCAGGGtGACtt  
tNFRSF21 F: CCAGCCCCAACGCGAAACtt 269
 R:CCGCAGCtCCtCAGGAtttAGAAAG  
MMP3 F:CGGttCCGCCtGtCtCAAGAtG 280
 R:CCACGCCtGAAGGAAGAGAtGG  
KRt75 F: tGCAtCCttGAGAGCCAGttCtCC 280
 R: tGCAtCCttGAGAGCCAGttCtCC  
SEMA7A F: AGGAGCACAGCttCGCCttCAA 256
 R: tGCAGCACtGACCGttCGGA  
eIF3B F: GACGCCCAtGGAAGAAGAGG 250
 R: GCAGCGAAGtACtCAGtCtC  
GAPDh F: tGAtGACAtCAAGAAGGtGG 240
 R: tCCttGGAGGCCAtGtGGGC  
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Table iv. list of genes used in reverse transcription polymerase chain reaction validation of the microarray data

mRnA accession gene symbol Fold change si-eIF3b/Mock p-value Fold change si-eIF3b/si-Control p-value

ENSt00000529618 FAM111B −5.50008 5.57E-86 −4.565274 5.76E-66
NM_024908 WDR76 −2.97981 3.65E-25 −2.487224 3.64E-16
NM_004859 CltC −2.96227 3.48E-48 −3.026164 5.63E-56
ENSt00000206423 CCDC80 −2.74204 3.09E-20 −2.455353 5.13E-15
ENSt00000548553 MEttl7A −2.71102 1.65E-13 −2.327374 1.18E-08
ENSt00000355634 SoRBS2 −2.52285 2.57E-19 −2.402354 9.86E-17
NM_021724 NR1D1 −2.50283 1.23E-14 −2.694479 5.72E-17
ENSt00000296861 tNFRSF21 2.245325 0 2.055934 0
ENSt00000299855 MMP3 2.594386 1.80E-13 1.70038 0.000174
ENSt00000252245 KRt75 3.087482 0 2.216535 0
NM_003612 SEMA7A 4.607234 0 3.81047 0


